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SPT6L_SRX5169086(SPT6L-GFP IP repl)
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SPT6L_SRX5169087(SPT6L-GFP IP rep2)
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STZ_SRX6460108(STZ__AIR_ChlIPseq, repl)

STZ_SRX6460109(STZ_AIR_ChIPseq| rep2)

STZ_SRX6460110(STZ_AIR_ChIPseq, rep3)

STZ_SRX6460111(STZ_JA| 2hr |ChiPseq lrepl)

TCP4_SRXA4168241(mTCP4| ChiP)

TFL1_ERX2826885(gTFL1-1xVenus_biorepl)

TFL1 _ERX2826887(gTFL1-1xVenus_biorep3)




